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The target ASO is a DNA 20mer All PS molecule, that Column “YMC-Accura Triart C18 (12 nm, 1.9 ym) 19 92.07 7.08 19 94.62 9.58 Production Simulation From the Batch data and TWIN MCSGP data,
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_ . Column . BioPro IEX SmartSep Q20 150 X 10 mm ID After generating the single column data on ; * Batch: 5 fractions/batch, MCSGP: 1 fraction/cycle (32 min required for 1 analysis)
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SIERIEMIEEEO 8 LSSt i -Gradi - 0.8%B/mi MCSGP method. Three cycles were run, even though only 3 V2
P _ ; Automatic Internal Recycling of Side-fractions *Flow rate : 2.4 mL/min create the MCSGP methodology. Below is ‘Gradlent slope . 0.8/oB/m|r_1 s y . g y
Eﬂu(f'ﬁ‘lc(;::tl(ci\:l\;”;{sl g‘iu?gcggrl:]n; %rrggg;in:hzﬁt/::; ?hrs (:)Is’tr:nted - Detection : UV at 290 nm the chromatographic trace for 5 cycles (5 .Elgtv;' Crt?ct)i j 6‘:? aTligmol?\m cycles are shown in the chromatographic trace below. The
) 4 “1tInjection  :8.52 g/L-gel (101 mg) .15t Iniecti : _ data for all 6 injections are summarized in the table below.
AutoPeak® technology. Pure product is continuously extracted while | | m .ond Injection  : 3.54 g/L-gel (42 mg) for each column). . ;n:'mﬁecct;%r;] ; g:gﬁ g;t_gz: g;%zg ?) ) Columns for MCSGP
the impure side fractions are internally (automatically) recycled in a 1 IAI I :gamp'e ngA.ZSmer é‘" -~ . -Sample : DNA 20mer All PS
periodic closed-loop process. MCSGP delivers higher yields and the : : . ystem : Contichrom CU 0 *System : Contichrom TWIN 300 BH MCSGP re.CIUireS 2 columns that perform Slmllarly
same (or better) purity than batch chromatography. I I T (cm) N/m AutoPeak is an MCSGP feature that uses the detector
. . . 700 response to trigger recycling and collection. With
: : : —> . Center- ificati
The Contichrom® CUBE is a lab-scale twin-column chromatography T Tme Li:r;;errgi:;?:r:'tslcatlon oo CUBE Col. 1 TEEL N AutoPeak, the 2 columns do not need to be the same,
platform that improves purification efficiency when compared to More and . Counter-current . (¢10) Col 2 N R as required with SMB. The 2 columns can be evaluated
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o . . 720 0 The work presented here used an ASO (DNA 20mer All PS) to compare IEX preparative
BioPro ion exchange columns are specifically designed  macroSep IEX @ (30 m) BioPro IEX (30um) 90 00 _ , _ _ _
for the separation of proteins, peptides and nucleic T s st as st w ea ee o O oo e s e 80 chromatography techniques using YMC BioPro media and equipment at the benchtop
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spherical and monodisperse with low nonspecific =&—Target  =@=Impurity 1 Impurity 2 Impurity 3 o ,
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